Figure S1. Sequence alignments of promoter regions of acquisition category I pairs. (A) CTAGES5 and
CTAGEG6. (B) GK and GK2. (C) GLUDI and GLUDZ2. (D) GSPTI and GSPT2. (E) GUSB and
LOC441046. (F) H3F3B and LOC440093. (G) HMGBI and HMGILI. (H) MORF4L1 and MORF4. (1)
NACA and NACA2. (J) PABPCI and PABPC3. (K) PAPOLA and PAPOLB. (L) PDHAI and PDHA?2.
(M) RAB6A and RAB6C. (N) RPLI10 and RPLIOL. (O) TAFI and TAFIL. (P) TRAMI and TRAMILI.
Transcription start sites are often interspersed around a promoter region. Each site is written in red, and
protein-coding sequences are indicated by boxes. If splice junctions are included in the sequences, they
are indicated by inverted triangles. The frequency of each transcription start site are available in

graphical format at the DBTSS Website, http://dbtss.hgc.jp.
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CTAGE6
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CTAGE6
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CTAGES
CTAGE6
CTAGES
CTAGE6
CTAGES

CTAGE6

GTGGGGTGGCGAGGACAGGGTACGTCGCAGGCTTGTGCGGGTCGGGCTCGGACCTGCGCT
I I | I Il FEEEE rrerrer e rrrnd
TTCAAAATATGTGATGTGAAAACTGCCAGAACTAAGGCGGGCCGGGCTCAGACCAGCGCT

GCCTCGGGATGTAAAGTATAACAAGAGGGTCGGGATGGG--------~~ CAGCGTAGGCC
LEErE reeree reer rererrrrrrr b Il N RN
GCCTCAGGATGTGAAGTGTAACAAGAGGGCCAGGGGAGGTGGTGGGGGACAACATGGGCC

TGTGAGGCCTGCGGGTGCCCCTGTCCCCCAGCTCCCCCCGCAGCCGGCTCCGCAGTGGTC
Lerrrrreree reereeer rrrerrrrrrerrrerr et rrrer rerrrrd
TGTGAGGCCTGTGGGTGCCCGCGTTCCCCAGCTCCCCCCGCAGCCCGCTCCACAGTGGTC

CACTCCGGTTG----CCGGGTGCGGATTCGGGTTCCGGACCGAAGGCTGTGTGTTCTCCG
ERRREREN L rrrrereerreereer reer rerrrrr rrrr e
CGCTCCGGTTGGTTGTCACGTGCGCATTCGGGTTCCAGACCCAAGGCTGCGTGTTCTCCA

CCGTTTATTGTGGCCCCGACAGGCCGGGGTTACTGTGGCGACCACGAGAGCAGCTTTGGC
BERE RN RN T T I I I I O O
CCGCTTGTTGTGGC-----~----~ CAGTGTTACTGCGGTGACCGCCAGAGCAGCCTCGAC

GCTATGGAGGAGCCCGGGGTTAC|
LTt il
GCTIATGGAGGAGCCCGGTGCTAC|




GK
GKZ
GK
GKZ
GK

GKZ

AGCGTTCAGCGGACGCGCGCGGCCTCGATCTCTGGACTCGTCACCTGCCCCTCCCCCTCC
I I T T I D B | NEREE R
AAAGGTTGCCTTGCGCCTGCG-CCTTGTGCTCCTGACTGGCTGCGC-TCCCTGCCCCCAA

CGCCGCCGTCACCCAGGAAACCGGCC-GCAATCGCCG-GCCGACCTGAAGCTGGTTTCAT |
RN N RN R R A e N RN IR RN RN LEEEE 1T
CACCGCCGTGGCCTGGGAAACGGTCCCAGAGCTGCTGAGCCGACCTA---CTGGTGTCAT |

| GGCAGCCTCAAAGAAGGCAGTTTTGGGGCCATTGGTGGGGGCGGTGGACCAGGGCACCAG |
Lo et e et e e
| GGCAGCCCCAAAGACAGCAGCTGTGGGGCCGTTGGTGGGAGCGGTGGTCCAGGGCACCAA |




GLUD1
GLUDZ
GLUD1
GLUDZ
GLUD1
GLUDZ
GLUD1
GLUDZ
GLUD1

GLUDZ

CCGGCGCGC--GCTGCCGCCAGCGAGGCC-CGGGGAGGCCG---~-~~ CGG----- CGGAG
I I Errrrerrr e b1 Il 1T
CAAACAGGCCAGCCAGGCCCGGCGAGGCCGCGGCGGGTCCGGCGCCCCGRACCTCCGGAC

GCGGAGGCCCGGCGCCCTGGGCGGCGCCCTGTCCCCGAAGTCCGTCCTCCCCGTTAGGTG
LEreer reeeereererr reereerrr rere terrr e e e e
CCGGAGGTCCGGCGCCCTGGTTGGCGCCCTGCCCCCAAAGTCCGTCCTCCCCGTTAGGTG

GCGAGCGCCCGAGGGGAGGGGACAGCCGGGCAAGCAGGAAGCTGCGGCTTAAAAGGGCAA
|l LEEE trrreerreerererrrerer teerrrrrrr e e e e
GC----GCCCAAGGGGAGGGGACAGCCGGGCAGGCAGGAAGCTGCGGCTTAAAAGGGCAA

CCCGCGCGGGACCCTTCCTCCCTAGTCGCGGGGAGTCTGAGAAAGCGCGCCTGTTTCGCG
LErrrrr reeereerere reerrrerrrerrerrrerr e e e e et rerd
CCCGCGCCGGACCCTTCCTTCCTAGTCGCGGGGAGTCTGAGAAAGCGCACCTGTTCCGCG

ACCATCACGCACCTCCCCTCCGCTTGTGGCCATGTACCGCTACCTGGGCGAAGCGCTGTT|
LEE R EEEEE bt 1t CEerr e e e |
ACCGTCACGCACCCCTCCTCCGCCTGCCGCGATGTACCGCTACCTGGCCAAAGCGCTGCT]




GSPT1
GSPTZ
GSPT1
GSPTZ
GSPT1
GSPTZ
GSPT1
GSPTZ
GSPT1

GSPTZ

CGGGGGTGGGGTTGGCTGTGAGGCCGTCGGAGGTGGTTGGGT -~~~ GGGAGGAGATCCG
N e N N e e e R AR FETEETEErrrrd
CCGGCGTTGGGTCGGGGGTGGAGGAGTCGGAAGTGGTTGGGGTTTGGGGGAGGAGATCCG

CTCACACACACGAGGAGGAGGGTTGAGCTGCCGCCGCCGCCGCCTCTGTCGTCGTCGCGA
FEEreerrer eeerrr re teerrrr el I N A
CTCACACACAAGAGGAG-AGTGTTGAGCCGCCATATCTGCTGCTGCCGCCGCAGTTGCGA

GTGTGGAGTCGGGACTGGAGCTGCTGCCGCGGCGACGCCGGGGATCTTTGTCGCTAGCTC
I I e e e N R NN .
ATGCAGCATCGGCGCTT-AGCTGCCTCCGCGGTGCAGCTAAGGTTCGT-GTCGCTACCCC

CCGGCCCTTCTGCCCCGCCGCCTTCCCTCAGTCAGCGTTGCCCACTCCTCTCCGGCCGAGG
FETEETT e A e e N
TTGGCCCTTCGCTCTTGCTGCCTTAACCCCGCCGGCGGAGCCCGCTCTTCT --GGCCTGT

CGCCCCTGCCTCCATTTCCCGCTCTCTGTCCACCACACACACGGCCCCCCCGATCATGGA
|| LELEEE T e | IR
TGAGC------------- CCGCTCCCTCACTGCCACACA-GCAAGTTCCGAGACCATGGA]



E

GUSB CAACCAAGATGGCGCGGAT----~-~ GGCTTCAGGCGCATCACGACACCGGCGCGTCACG-
Il N || || e tE Trrrrrrrrrd
L0C441046 CAGTTCAAATCTCTTGGTTTTAAAAAAATACTTTCCCTCTGCGCGACTGGCGCGTCACGT

GUSB ------ CGACCCGCCCTACGGGCACCTCCCGCGCTTTTCTTAGCGCCGCAGACGGTGGCC
LT 11 Lerereeeeerreer o ter rrrrrrr et red
L0C441046 CGCGCGCGACCAGTCCGCAGGGCTCCTCCCGCGCTGCTGATAGGCCCGCAGACGGCGGCC

GUSB GAGCGGGGGACCGGGAAGCATGGCCCGGGGGTCGGCGGTTGCCTGGGCGGCGCTCGGGCC]
LEr e e eeeeerer reeerrr reeert rrerrr  rrrrr e
L0C441046 CAGCAGAGGAGCGGAAAGCATGGTCCGGGGGGCGGCGGACGCCTGGTAGGCGCTCGGGCC

GUSB |GTTGTTGTGGGGCTGCGCGCTGGGGCTGCAGGGCGGGATGCTGTACCCCCAGGAGAGCCC]
LErrrrrrreerreerererre e teerrrrr e e e e NERREE
L0C441046 GTTGTTGTGGGGCTGCGCGCTGGCGCTGCAGGGCGGGATGCTGTACCCAAGAGAGAGGCC

GUSB |GTCGCGGGAGTGCAAGGAGCTGGACGGCCTCTGGAGCTTCCGCGCCGACTTCTCTGACAA|
IR
L0C441046 GTCGCGGGAGCGGAAGAAGCTGGACCGCCTCTGGAGCTTCCGCGCCGACTTCTTCGACAA

GUSB |CCGACGCCGGGGCTTCGAGGAGCAGTGGTACCGGCGGCCGCTGTGGGAE&TGCGATCTCG
I T T T T T I I I Y B A O
LOC441046 ACTGTGCCTTGGCTTCTAGGAGTAGTGGTATCGGCGTCTGCTGCGAGAGTCGGGCTCCAC




F

H3F3B TGTGTCGGGGGATGTCAGCGCGTCGGCGAAAGCGCCCACCAATAGAAAAAGTCGTTGGTG
(I I N N e |
L0C440093 GTTGTAGTGAACCGAAATCACGCCACTGCA--CTCCAGCCTGGGCAACAAAGCGAGACTC

H3F3B TATG-CAAATAAGGGTTCTATGACGCAGAGACGCAGCGT -GAAGCGTGCCTATAAAAACG
R I N A A R R R
LOC440093 CGTCTCAAAAAACAAAACAACAACA-AAAAACGAAACACCGAAATGGGCTTTGAAGAATG

H3F3B GAGGCGACGCGG----~-~ GGGCTTGGAGCGCAGAGCGGTTTGGTCGTTCGTTGGGC-GGT
0 O O R I rrerrrrrerrerrerrrrrerrrrrr e
L0C440093 GAAGGGATGCAGATAAAAGAGAGGAGGGCGCAGAGCGGTTTGGTCGTTCGTTGGACCAGT

H3F3B GCTGGTTTTTCGCTCGTCGACTGCGGCTCTTCCTCGGGCAGCGGAAGCGGCGCGGCGGTC
ot reerreer rerrrrrrrerrrerrerrrerr e e e e rrrr et red
LOC440093 GTCGGTTCTTCGCTCG-CGACTGCGGCTCTTCCTCGGGCAGCGGAAGCAGCGCGGAGGTC

A
H3F3B GGAGAAGTGGCCTAAAACTTCGGCGTTGGGTAGGCGTTCGTAGGTTTACCCGCGGCTTCA
NERRRRRRRRRRRRRRRRRRRRRRRRRERN | | | L1 |l
L0OC440093 GGAGAAGTGGCCTAAAACTTCGGCGTTGGGTGAAAGAAAATGGCCCGAACCAAG----CA|




G
HMGB1
HMGIL1
HMGB1
HMGIL1
HMGB1
HMGIL1
HMGB1

HMGIL1

TGAGTTGGCGGTAGCCAATAGGAGCCG-CGCTGGCTGGAGAGTAATGTTA--CAGAGCGG
I RN A RN I
TGTATCTATCGTAGACATCTTGCACAGATGTTGGATCTGTATCAAAGTTTGTCATGGATT

AGAGAGTGAGGAGGCTGCGTCTGGCTCCCGCTCTCACAGCCATTGCAGTACATTGAGCTC
R | N FEEEE T rrrr e
TTCCTTTGGGGAGAGTGCTATTATAAATCGTACTGTTAGCCACTGCAGTACATTGAGCTC

CATAGAGACAGCGCCGGGGCAAGTGAGAGCCGGACGGGCACTGGGCGACTCTGTGCCTCG
LErrrrrereerreerererrrerrrerrrer cerrerr e e e e e e e
CATAGAGACAGCGCCGGGGCAAGTGAGAGCCGTACGGGCACTGGGCGACTCTGTGCCTCG

v
CTGAGGGTGAGT--CTGGGGCAGCGCCGCGGCGGG---GAGAGCGCCTCCGGCAGCTCCC
RN I I NI L1
CTGAAGAAAAATAACTAAACATGGGCAAAGGAGATCCTAAGAAGCCGAGAGGCAAAATGT]




H
MORF4L1
MORF4
MORF4L1
MORF4
MORF4L1
MORF4
MORF4L1
MORF4
MORF4L1

MORF4

GCTGTCGTTGGCTGGAGCAGCGGCTGCGCGGGTCGCGGTGCTGTGAGGTCTGCGGGCGLCT
| NN I | Il | I
AAAATAAAGGGATGGAGGAAGATCTACCAAGCAAATGGAAAACAAAAAAAAGCAGAGGTT

GGCAAATCCGGCCCAGGATGTAG-AGCTGGCAGTGCCTGACGGCGCGTCTGACGCGGAGT
(O N N | | . N
G-CAATCCTAGTCTCTGATAAAACAGACTTTAAACCAACAAAGATCAAAAGAAACAAAGA

TGGGTGGGGTAGAG-AGTAGGGGGCGGTAGTCGGGGGTGGTGGGAGAAGGAGGAGGCGGC
Il I RN |1 I TrErrrrrerr 1
AGGCCATTACATAATGGTAAAGGGATCAATTCAACAAGAAGTGCTGAAGGAGGAGGTGGC

GAATCACTTATANATGGCGCCGAAGCAGGACCCGAAGCCTAAATTCCAGGAG&ETGAGTG
Lrrrrerrerrerrer e reeerrrrrerrrrerr et e e e e e e e
AAATCACTTATAAATGGTGCTGAAGCAGGACCCGAAGCCTAAATTCCAGGAGGGTGAGCG

TGCGCCTTTGGGAAAAAGGCACCTAACGGCGCAGGAGATAGAGGCGGGCTCGAGGTGATT
(O eI | 1 |1 RN
AGTGCTGTGGTTTCATGGGCCTCT---GCTTTATGATGCAAAG--TGTGTAAAGGTTGCC



NACA
NACAZ
NACA
NACAZ
NACA
NACAZ
NACA

NACAZ

CGTGGGAACGGCCTGACAGTCACTCGTCAAAGGAAGTGGCTGCCGGCAGCTCTTGACCCG
| I Il | I | | Il RN Il
CTCTAAATCCAATAGATCCTTTTCCATTCCAACTTG-ACCTCATGGCAGTGTAGCACTGC

GAATCGGATCCTAGTCCCACCCCCTCCGCTCCAGGCTTCCTTCTGCAACAGGCGTGGGTC
| I I 11 | FEErer trerrrrr rrrrrrrrd
TGACAAATGTCTTTTTAAATGCTCTCTTTTT---GCTTCCCGCTGCAACAAGCGTGGGTC

ACGCTCTCGCTCGG--TCTTTCTGCCGCCATCTTGGTTCCGCGTTCCCTGCACAGTAAGT
LECEEEEEEEEEr TR e e e
ACGCTCTCGCTCGCGCTCTTTCTGCCGCCATCTTGCTTCCGCGTTCCCTGCACA--AAAT]

ACTTTCTGTGCCGCTACTGTCTATCCGCAGCCATCCGCCTTTCTTTCGGGCTAAGCCGCC
|l | I T I T I O ||

———————————— GCCGG-GCGAAGCCACAGA-AACCGTCCCTGCTACAGAGCAGGAGTTG)|
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PABP(C3

AAATCTAAAAAAATCTTTTAAAAAACCCCAAAAAAATTTACAAAAAATCCGCGTCTCCCC
Il FEETEErr e | | N I ||
AAGGAGAAAAAAATTCTTTCATTTATTTTT------ TTCCCAGGCATTTTAAATTTGGAT

CGCCGGAGACTTTT----ATTTTTTTTCTTCCTCTTTTATAAAATAACCCGGTGAAGCAG
I 1 | Lt rrerrrrr e e e e
TATAAAAATCATTTTAGAAAAATCATTAATGCTCTTTTACAAAATAACCCGGTGAAGCAG

CCGAGACCGACCCGCCCGCCCGCGGCCCCGCAGCAGCTCCAAGAAGGAACCAAGAGACCG
e rerrrreererer rerrrerrrerreerrerrr e e rrerrrr
CTGAGCCCGAGCCGCCCGCCAGCGGCCCCGCAGCAGCTCCAAGAAGGAACTAAGAGACCA

AGGCCTTCCCGCTGCCCGGACCCGACACCGCCACCCTCGCTCCCCGCCGGCAGCCGGCAG
LErrrrrer eereerererrrrrreerrer reerr rrrerr e e e e erd
AGGCCTTCCTGCTGCCCGGACCCGACACCGCTACCCTGGCTCCCCGCCGGCAGCCGGCAG

CCAGCGGCAGTGGATCGACCCCGTTCTGCGGCCGTTGAGTAGTTTTCAATTCCGGTTGAT
LErrrrrerr eeeerererrrerrreerrereerrrerr e e rer et red
CCAGCGGCAGCGGATCGACCCCGTTCTGCGGCCGTTGAGTAGTTTTCGATTTCGGCTGAT

TTTTGTCCCTCTGCGCTTGCTCCCCGCTCCCCTCCCCCCGGCTCCGGCCCCCAGCLCCGG
LErrrrrereerreererer rerrrerrrereeer reerer e rrert rrrrrd
TTTTGTCCCTCTGCGCTTGC-CCCCGCTCCCCTCCCTCCGGCTACG-CCCCCGGLCCLAGG

CACTCGCTCTCCTCCTCTCACGGAAAGGTCGCGGCCTGTGGCCCTGCGGGCAGCCGTGCC
LErrererreeeer o rererrreerrrree s reer rrrr e e e rrd
CACGCGCTCTACTCCTGTAACGGAAAGGTCGCGGCTTGTGTGCCTGCGGGCAGCCGTGCC

GAG-ATGAACCCCAGTGCCCCCAGCTACCCCATGGCCTCGCTCTACGTGGGGGACCTCCA |
NI
GAGAATGAACCCCAGCACCCCCAGCTACCCAACGGCCTCGCTCTACGTGGGGGACCTCCA]
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K

PAPOLA

PAPOLB

PAPOLA

PAPOLB

PAPOLA

PAPOLB

PAPOLA

PAPOLB

PAPOLA

PAPOLB

GCTGGTGCGCAGGCGCACGCACGGCGTGCGTGGTGGCGTCAGCAGTTCTAGAACGTTGCT
T T I Y O B I D N N R
GCTGGCG-GCGGGTGCGCAGGCG-CCCGCGCGTGTACGGTAG--GTTCTGGAACGCAGCC

GTGGTAGCGCTCGGGCGCCATGTTAGGACGAAGGGGAAGGAGGAGAAGCGCTTAAAGCGG
e eerereerrrrer e rrrrerrrrrerr et rrrrr
GCTG-AGGGGTCTGGCGCCATGTTGGGGCTGAGGGGAAGGAGGAGAAGCTCCTGAAGCGG

CGGGAGCGGTGCGGGAGAGGGGTTGGACCCAGGGCTGAGGCAGGCCCC--CCCCTCCCTC
LEEE e eerrerr rer rd T NENN NEEER RN
CGGGCGCGCAGCGGGAGTGGGAGTGGGGTC-GGACCAGGGCAGCTAGAAGCCCTGCCCTT

CCGCCTCAGTGGATCATGCCCAGGGCGGCAGCGGCGGCGGTTGCGG--~--GGGGGAAGTG
LErrrerer eereerer e reeeert rerer  rer el LETEEE T
CCGCCTCAGCGGATCATGACCCGGGCGGCGGCCGCGAAGGTCGCGGTGGTGGGGGACGTG

ACTGGGCGGTGCCGGCGCCGGA-GACGATGCCGTTIGTAAGT ---AATTTGTATTCTGTTT
R R e AR AR | | | |
CCCTGGCGGGGCGGGCGCTGAAAGATGATGCCGTTTCCGGTGACAACCCAGGGACCACCG]
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PDHA1

PDHAZ

PDHA1

PDHAZ

PDHA1

PDHAZ

PDHA1

PDHAZ

GCCTTTAGCGGGGGCGGGGCACCCCCTGGACGCCAGTTCTGGTTGGCCCGCGGCCCGGLGE
I I | | | I 1 I O B O A
ACAGCTGGCAGGCACTGTACAAATCAGTCAGCTCAGGCTGCGTGGCCCATGTCCCAGTGC

AGCGCATGACGTTATTACGACTCTGTCACGCCGCGGTGCGACTGAGGCGTGGCGTCTGCT
I O | I A N I
TGTGCAGGACCTGCCTCTATCACCCGTGTGC-ACTGCCCGGATGGTGCCAAGCGCAT--T

GGGGCACCTGAAGGAGACTTGGGGGCACCCGCGTCGTGCCTCCTGG--GTTGTGAGGAGT
T T T I I I Y A |l L e e b
GGAGCACCGGAAGGAGACGCGGAG---CCGAGGCCAGGCCTTCCGGCGGTCGTTACGGGA

CGCCGCTGCCGCCACTGCCTGTGCTTCATGAGGAAGATGCTCGCCGCC---GTCTCCCGC |
R N . et e e rrerrrl RERRANR
CGCCGCTGCCATCTACA---GCACTCCGTGAAGAATIATGCTGGCCGCCTTCATCTCCCGC]
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RAB6A

RAB6C

RAB6A

RAB6C

RAB6A

RAB6C

RAB6A

RAB6C

RAB6A

RAB6C

RAB6A

RAB6C

RAB6A

RAB6C

RAB6A

RAB6C

RAB6A

RAB6C

GGGCCGCAGGCTCGCGCCCGGGETCGCCCCGCGCCGCTCCAGAGGCTCGCGCACTCAGCA
I FEEEEE P ternd FEEEEETEr el
AAACTGTGTTGAGGCGCCCTGGCTCGCCCTGCGCC--~--~ AGAGGCTCGCGCACTCAGCA

GGTTGGGCTGCGGCGGCGGCGGCAGCTGTGGAAGCTCAGGCGCTGCGCGTGAGAGGTCCC
NERERERER R R RN Leeereerer e rrrrrrrrrrr reel
GGTTGGGCTGCGGCGGCGGLCG---GCTGGGGAAGCCGAAGCGCCGCGCGTGAGAGATCCC

AGATACGTCTGCGGTTCCGGCTCCGCCACCCTCAGCTTCTCTTCCCCAGGTCTGGGAGCC
LErer reeeeerer o reeereereerreer o rerrr rr rerrrrr rrd
GGATACATCTGCGGTTTGGGCTCCGCCACCCTCCGTCTCTCTCCCGCAGGTCTCTGAGCC

GAGTGCGGAAGGAGGGAACGGCCCTAGCTTTGGGAAGCCAGAGGACACCCCTGGCTCCTG
rrrrrereerreerererrrerrrer rerrerrre et e rerr e e erd
GGGTGCGGAAGGAGGGAACGGCCCTAGCCTTGGGAAGCCAAAGCACACCCCTGGCTCCTG

CCGACACCGCCCTCCTTCCCTTCCCAGCCGCGGGCCTCGCTCGGTGCTAGGCTACTCTGC
LErrrrrereerreerererrrerrrerrrereerrrerr e rrerr e e e
CCGACACCGCCCTCCTTCCCTTCCCAGCCGCGGGCCTCGCTCCGTGCTCGGCTACTCTGC

CGGGAGGCGGCGGCGGCTGCCAGTCTGTGGAGAGTCCTGCTGCCCTCCAGCCGGGCTCCT
Lerrrrrereerreerererrrerererrr ree trerr e e e e erd
CGGGAGGCGGCGGCGGCTGCCAGTCTGTGGCGAGCCCTGCTGCCCTCCAGCCGGGCTCCT

CCA----------—-- CCGGGCCTTGCAGGGGCCGAGAGAGCTCGGTGCCCGCCCTTCC
Il LEre trerrrereert rerrrrr et rrerr e
CCAGCCGGGCTCCTCCACCGGCCCTTGCAGGGGCGCAGAGAGCTCGGCGCCCGLCCTTCC

GCTCGCCTTTTTCGTCAGCTGGCTGGAGCAGCATCGGTCCGGGAGGTCTCTAGGCTGAGG
LErrrrrereerreerere reerrrer rerrerrrerr e e e et rerr e
GCTCGCCTTTTTCGTCAGCCGGCTGGAGGAGCATCGGTCCGGGAGGTCTCTGGGCTGAGG

CGGCGGCCGCTCCTCTAGTTCCACAATGTCCACGGGCGGAGACTTCGGGAATCCGCTGAG]
CETEE T PP ter et tErre e e et e el
CGGCGACAGCTCCTCTAGTTCCACCATGTCCGCGGGCGGAGACTTCGGGAATCCGCTGAG]

14



N

RPL10O

RPL10OL

RPL10O

RPL10OL

RPL10O

RPL10OL

RPL10O

RPL10OL

RPL10O

RPL10OL

RPL10O

RPL10OL

TGGGCTACGCCCGGGCGC--AAGCGCCAAGAGCGGCTGCGTCTATGGTCATGACGTC-TG
N A Ay | FETEEEEE 1Tl LEEEEE 1
GCCACTTGGCGCAGGCGCTGAGGCGCCAGACGTCCCTGCGTCTCTGGTTGGGACGTCCTG

ACAGAGCGTC----CACCCGTCTTCGA---------------——- CAGGACTCTATGGTT
NN 0 O O O I FEEETEEEEETErrd
AAAGAGAGTCGTCACATCCTCCTCAGGACTCTATGGTTCCGGCCTCAGGACTCTATGGTT

CTTACGCGCGCAGACAGACCGCCTATATAAGC--~--- CATGCGCAGGCGGAGGAGCGCCT
I R NN R TP
CCCGCGAGGGACGAGGGGCAACGTATATAAATGCGCGCAGGCGTAGTTAAGAGAGCGCAT

v
CTTTCCCTTCGGTGTGGTGAGTAAGCGCAGTTGTCGTCTCTTGCGGTGCCGTTGCTGGTT
LI
STTTGACTTCGAGGCA - == == = = - — — o m o oo oo

v
CTCACACCTTTTAGGTCTGTTCTCGTCTTCCGTTCCGACTCTCTCTTTTTCGTTGCAGCC
Il

ACTGAAGATCCTGGTGTCGCChTGGGCCGCCGCCCCGCCCGTTEETG——AGTCTTG—AAT
RN AN LT
GCCGACGTTACTG-TGTCGCCATGGGGCGCCGTCCAGCTCGCTGTTACCGGTATTGTAAG]
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O
TAF1
TAF1L
TAF1
TAF1L
TAF1
TAF1L
TAF1
TAF1L
TAF1

TAF1L

GCTTTCCACATATCCATCCTCCTGATCCCGTAGCGTCGAATCAAAAGCCGTTAGTAAAGT
| | |1 I Il | || I I
GAAGGCAGAGCTTGCAGTGAGCCAAGATCGCGCCACTGCACTCCAGCCTG--GGCGACGT

AGTTACTTCTTTCTCTTAGGATAGCCGGTCTTTCCGGGTTTTCCCCCCCTTCCCCCTCCC
I Il 0 1 O LT Il BEN
TGCGAGA-CTCCGTCTCAAAAAAAAAAAAAAAAAAAAGTTTTGCGGGTTTT----- TCCC

CTCTCCCCACTTCCCCCTCCCTTTCCCCTCTGTTTTGAGCTTCCGGTAGAGGCTGGTAGG
R AR RN Lee et e terrrerr et e
CCCGCCCCTTTGCCCCCTCCC---CCCGCCTTTATTCAGCTTCCGGTAGACGCTGGTAGG

GTAAGGGAGCTCAGTAAGTCACTTCTGGGCGACTGTTGTTTTATTTCCGGTCTATGGGAC
Leereerrere et rrrreer rererrrrrerrrrrerr e et reer
GTAAGGGAGCTAAGTAGATCACTTCCGGGCGACTGTTGIIIIAIIICCGGIIIETGCGAC

|CCGGCTGCGATTTGCTGCTGCGGACAGCAGCTACCATCACTGCTGCCGCCATCATGTCAG]
TR e et teend LT
|CCGGCTGCGATTTGCTGCTGAGGGCAGCAGCTACCGTCACT---GCCGCCATCATGTCAG]
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P

TRAM1

TRAMIL1

TRAM1

TRAMIL1

TRAM1

TRAMIL1

TRAM1

TRAMIL1

TRAM1

TRAMIL1

GCTCGCGGAGG-CGGCCGCGGCACCAGGGAGCGTCGTCTCCCTGGTGCGCATGCTCGCCC
R R R | I e rrer trrrrr e e el
GGGCGCGGCGCTCGATTTCCTTCCCTGCCTCCGCCGTCCCCCTGGTGCGCATGCTCAGCT

CCGCTGCGGGCTAGCTGTTGTGTTTTTTTTTTTCCCCCGGGCGGCC-CGGCGGCTGCGTA
e A AR RN FEEEEEEE 1 e | I
CAGCTCGGCCCTCGCCTTTGATTTATTTTTTTTCT---GGGCGGCCGCTGCGACCCGGGA
CTGGCTGTGGGATGGGAAGTGAAGCCCCAGCGAGCGGCT----~-~ GCAGCGGGGCCGTGA

LEE e reerreerrrert reerer rorrer el et e
CTGACTTCGGGATGGGAAGTGGAGCCCCCG-GAGCTGCTACCGTGGCGGCGGCGCTGTGA

GGAGCAGCCAGCGGGAGGCGGCGGCGA---GTCGGTGAGCAGCTGGGAAGAGCAGAACCG
FEEErrrrree teererr e rd rrrerer o rrrrer I
GGAGCAGCCAGGGGGAGGCAGCTGCGGCTCGCCGGTGAGTATCCGGGAAGCGCCACC

GGGCGGAGCACCTGCAGGCGCGGGCGGCGGCCCCACCATGGCGATTCGCAAGAAAAGCAC]
| I T Il | 1T | | Il

————— GGGCTCCGTAAGAAGAGCACCAAGAACCCCCCC--GTTCTCAGCCAGGAATTCAT]|
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